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Figure 1 A 



Ma P- . Description Uongnt U of mutations 

position AD Control 

2 13-235 CSB I 22 V O 

233-260 mtTFA 27 5 -4 

276-303 mtTFA 27 5 1 

299-3 15 CSB n 16 2 3 

346-363 CSB HI 17" 1 1 

392-445 LSP 53 8 1 

4 13-44 5 mtTFA 27 4 O 

523-55 1 mtTFA 27 3 O 

545-567 HSP 22 1 O 



Figure 1 B 
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Figure 2E 
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Figure 3B 
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Figure 4A 

1-100 np mtDNA CR mutations in AD 
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Figure 4C 

101-570np mtDNA CR mutations in AD 
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